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AVAILABILITY:  Winclada is available as a shareware download from the website cladistics.com after October 1, 1999.  Payment for the program (see current pricing at cladistics.com) should be mailed to Kevin C. Nixon, 2210 Ellis Hollow Road, Ithaca, NY 14850.  Because of legal implications, the program is not being sold through Cornell University.  However, be assured that purchases will support further development of the software, which is not supported by any grants.





WHAT:  Winclada is a data editor, tree viewer/printer, and analytical tool for use with NONA, PIWE, and HENNIG86.  Winclada replaces the older DOS programs DADA and CLADOS, and combines capabilities of both with additional new capabilities.





VERSIONS/REQUIREMENTS: Currently, Winclada is a Win32 program that will run on Intel compatible machines running Windows 95, Windows 98, and Windows NT.  It should run on future versions of Windows such as Windows 2000.





CAPABILITIES:  Winclada will read most files produced by or for DADA, CLADOS, NONA, PIWE or HENNIG86.  It will also read most simple (non-interleaved or transposed) NEXUS files.  It also reads GDE and FASTA format files.  Support for additional data formats is under development.





SETTING UP NONA to run with WINCLADA:





Winclada should be copied into a directory on the hared disk.  You may then make one or more shortcut icons and place these icons wherever you wish.  If you store data files in different subdirectories ()or “folders”) you may wish to make a different shortcut for each directory, and change the properties of the icon so that the desired directory is the working directory.  You may then rename the icon to reflect the path (e.g., Winclada – Viburnum).





NONA can be set up to run as a spawned daughter process from Winclada.  To do this “permanently” place a file called autodada.dad in the CURRENT WORKING DIRECTORY (if you make a shortcut icon, this will be the “start in:” directory listed under “PROPERTIES”-“SHORTCUT” accessed by clicking the RIGHT mouse button on the icon).





In the autodada.dad file, you must place a path statement to direct Winclada to the proper executable file for NONA.  For instance, if you use nona.exe and it is in the directory “c:\cladistics” you place the following command in autodada.dad:





nonapath c:\cladistics\nona;





Note that the extension .exe is NOT required.  The nonapath statement should be on a single line, with a semicolon at the end.





If NONA is not set up this way, you may still set the path through the menu selections “SPAWN-NONA-SET PATH” but this will only be in effect for the current session; in other words, you would need to do this every time you run the program.  The autodada.dad command file is a better option.  If you have several directories with data, place a copy of the autodada.dad file in each directory.  I also suggest making a separate shortcut/icon for winclada for each data directory - so that different projects can be kept in different directories, and merely accessed from the desktop with different named winclada shortcuts.





NOTE that some versions of NONA will not spawn well under Windows.  If possible, use a recent Windows version.





SUGGESTED FILE EXTENSIONS:





Using the defualt file extensions supported by Winclada makes loading files easier.  File extensions should be limited to the 3-character form if compatibility with older dos programs is desired (e.g., older versions of NONA and PIWE, or DADA and CLADOS).  If you do not use any DOS programs, or use them only as spawned from Winclada, you may use the longer forms.





.ss - Hennig86/NONA/DADA data file.  The ss refers to the name of the original executable for Hennig86.  This stood for “SuperStar”.


.tre, .tree- A Hennig86/NONA/CLADOS compatible tree file. 


.rat - A Hennig86/NONA/CLADOS compatible tree file that contains output trees from a ratchet run.  These trees will have various lengths.


.gde - A file with GDE format matrix.


.fst - A file with a FASTA format matrix.


.nex, .nexus - A NEXUS format matrix.  Note that the current version will only read simple matrices. 





INCOMPATIBILITIES:  It has been reported that on some systems the IOMEGA ZIP TOOLS may interfere with Winclada, resulting in Winclada crashing at load time.  It is not clear why this happens.  However, the TOOLS are not necessary for use of the IOMEGA ZIP drive and if you experience this problem, you might consider removing the tools until (or if) the problem can be fixed.





TROUBLE-SHOOTING:





Winclada does not read all files that NONA and HENNIG86 will read.  The cases that cause problems can usulaly be easily detected and fixed with a text editor.  Some common problems occur when there are not spaces following commands; for example, the command cc]10;p/; works fine in Hennig86 or NONA but will create difficulties for the current version of Winclada.  


Change   cc]10;p/; 


  to          cc ] 10;p /;





Also, semicolons may be necessary to end some functions in Winclada that are not required in NONA or HENNIG86.





Files should never be saved as formatted from a word processor such as Microsoft Word.  Such files will include embedded characters that will likely confuse the parser and result either in a failure to load or other errors.  If you edit a file with a word processor, save it as a TEXT file.





TREE PROBLEMS:





Nona and Clados read and manipulate trees but do not allow changing of taxon order; DADA allows changing of taxon order, and deletion and addition of taxa, but does not read trees.  Winclada combines the functions of DADA and CLADOS which can create problems (these problems will be addressed in a future version, but for now, the user is advised to avoid certain operations).  Any change in the taxon order or number of taxa will invalidate any trees that have been read.  In the current version, DO NOT CHANGE TAXON ORDER OR ADD OR DELETE TAXA with trees in ram.  Such changes may cause a crash or incorrect trees being displayed. Likewise, any such change will invalidate trees that were saved with a different order.  The two solutions to these problems are 1) an extended tree save format; 2) an automated reassignment of tree structure, and the ability to match subset or superset tree sturctures to matrices.  These will be ready soon.  In the meantime, just be careful.





READING NEXUS FILES :





NEXUS format files are only partially supported.  MAKE SURE THAT THE FILE HAS BEEN SAVED IN DOS FORMAT if it is ported from a MACINTOSH.  Files that are perfectly readable when saved in DOS format will not be readable when saved in MAC format, even if saved to a dos disk.  The reason for this is apparently that additional unreadable characters are embedded in the file that create errors - this will also happen even if you save a readable NONA file from a macintosh - Neither Winclada nor NONA will be able to read the file unless it is saved in DOS format.





Character names and states SHOULD read properly, but it is up to you to check these things…





NOT SUPPORTED:  NEXUS interleaved and NEXUS transposed are not supported.





Further NEXUS support, including export, is anticipated.  In the meantime, check the file carefully to be sure that it has been read correctly.





MENU FUNCTIONS:





Note that some menu functions in the BETA version are not documented and may be experimental.  These will be removed from the official release, or documented.





TBA.





Winclada has a somewhat more complex menu interface than a typical word processor because of the ability to load, manipulate, and combine MULTIPLE matrices.  Files may include one or matrices, trees, or both.  Therefore, files are always READ using the OPEN FILE function in the FILE MENU.  However, matrices are SAVED via the MATRIX MENU and trees are saved via the TREES menu (in Winclados mode).  The reasons for this should become more apparent after a little use.





KEY AND MOUSE COMMANDS:





IN WINDADA (matrix editing) MODE:





Note that the default mouse action has CHANGED after BETA version 0.9.3:





In current versions, click twice WITH THE LEFT BUTTON on a taxon name or character column to select it.  Click ONCE with the RIGHT BUTTON to unselect.





Bulk SELECT or UNSELECT is done by holding down the mouse button and moving it over the taxa or characters to be selected.








In older BETA Versions of Winclada PRIOR to version 0.9.3:





A single click with the LEFT mouse button makes the taxon or cell clicked on the current cursor location.





The RIGHT mouse button can be used to SELECT taxa by clicking on the taxon name, and characters by clicking on one of the cells of that character.  A second click will unselect.





If you are using an older BETA version, please DOWNLOAD THE NEW VERSION FROM CLADISTICS.COM!





Most keys work more or less as they would in a text editor/word processor.





IN WINCLADOS (tree viewing) MODE:





The mouse mode is accessible through the UN EQUIS/MOUSE MODE menu.





The default mouse action is to select with two clicks of the left button, and unselect with one click of the right button.  Selected nodes are marked by a solid green ellipse.  Selected taxa are marked with a dashed-arrow and are green.





To view trees, switch to the “winclados” viewing mode through the “INTERFACE” menu.





Trees may be read from files (through FILE-OPEN TREE FILE menu) or modified from existing trees.  If no trees are in ram, a pectinate tree is generated.  THIS DEFAULT TREE HAS NO REAL MEANING.  Do NOT publish it.





Unlike CLADOS and NONA, tree ram space is automatically allocated when trees are read in from files.  The initial value is 100 trees.  When reading a file, if more trees are encountered, the ram space is increased to a value based on current trees + new trees + 100.  You will receive a message if this reallocation of ram occurs.  If you need more space, you can also directly increase tree space (= hold in NONA) under the “TREES” menu.





Some complaints have been heard about the way the arrow keys move trees.  If you hit the right arrow key, the tree moves to the right; this is counter to the way the right arrow key works, for instance, if you are editing a text document.  The reason for this is simple: the tree is a graphic object, and as such the arrows move that object.  This has been intentionally set up this way for compatibility with future versions that will allow manipulation of multiple tree objects.  For the meantime, consider the current tree to be a “selected” graphics object, even though there are currently no other objects to select.





PAGE-UP and PAGE-DOWN.  These keys DO work similar to the way they work in a text editor.  Note that they by default also track the tree horizontally - in other words, the program attempts to keep the tree more or less left justified so that the tree cannot become “lost” if you move directly down into open space.





CTL-HOME, HOME.  CTL-HOME takes you to the upper left hand corner (root) of the current tree.





The F keys modify tree proportions and move among trees in RAM:





F1 - decreases the width of hashmarks.





F2 - increases the width of hashmarks.





F3 - Contract tree on X axis.  This function squeezes the hashmarks closer together and shortens the branches incrementally.





F4 - Expand tree on X axis.  This function spreads out the hashmarks and lengthens the branches incrementally.





F5 - Contract tree on Y axis.  This function shortens the “span” of adjacent branches, making the tree shorter in the vertical axis.





F6 - Expand tree on Y axis.  This function increases the “span” of adjacent branches, making the tree longer in the vertical axis.





F7 - Move to previous tree in ram.  If no character mapping is on, a “quick” optimization for length only will be performed.   Otherwise, a “full” optimization will be performed (this may slow down things considerably with very large trees).





F8 - Move to next tree in ram.  If no character mapping is on, a “quick” optimization for length only will be performed.   Otherwise, a “full” optimization will be performed (this may slow down things considerably with very large trees).








SHIFT- F1 - Decreases the height of hashmarks.





SHIFT-F2 - Increases the height of hashmarks.





SHIFT-F3 - Decreases branch thickness.





SHIFT-F4 - Increases branch thickness.





SHIFT-F5 - Decreases “shoulder” length.  Explicit only for certain tree types, such as “angular” (gothic).  This has the effect of increases the angle or degree of curvature (e.g., “jetclad” trees) in the connecting line from a node to descendant branches.  In either gothic or jetclad trees, decreasing this will eventually result in a rectangular (clados) style tree.





SHIFT-F6 - Increases “shoulder” length.  See discussion for SHIFT-F5.





SHIFT-F7 - Undefined.





SHIFT-F8 - Undefined.





SHIFT-Z and z - Zoom tree in and out (scales tree).  This not only affects the size of the tree on the screen, but also has a direct effect on the size of the tree printed.  As a rough idea for printing, select “print preview” under the FILE menu and scale the tree to the page with this feature.  See printing recommendations below, however.





SHIFT-X and x - Zooms the page view in PRINT PREVIEW MODE ONLY.  Unlike z and SHIFT-Z, which change the size of the tree as printed on the page, this zooming function just affects your view of the page.  This allows you to scale the view to see the entire page, and will allow viewing of multiple pages in future versions…





SHIFT-RIGHT ARROW - Next character in dos equis mode.


SHIFT-LEFT ARROW - Previous character in dos equis mode.





‘s’ or ‘S’ – manually select a tree.


‘u’ or ‘U; - manually Unselect a tree.





READING TREES:





A common problem occurs when taxa are deactivated, and trees generated with a larger matrix are read in from a file.  Winclada checks for a match in number of taxa and generates a message if there is a descrepancy.  If the tree file contains more taxa than in the current matrix, the read will be aborted without reading any trees.  I am working on ways to automatically deal with mismatches that will cause fewer difficulties.  In the meantime, if you get such a message, check the matrix to make sure all taxa are turned on, and that the tree file was generated with the same taxa.


NOTE: Previous BETA releases allow deactivation of taxa. The current BETA release version (0.9.9, OCTOBER 1, 1999) does not allow deactivation of taxa because of the potential for problems associated with matching to trees.  This will be reimplemented in a future version with automated safeguards against corruption and data mismatch.





TREE STRUCTURE AND OPTIMIZATION:





NOTES: Beta versions prior to 0.9 have limited optimization capabilities.  If using a version prior to BETA 0.9, please upgrade to a newer version.  If you must continue to use the old vesion, be aware that character optimization was not automatically updated, and when mapping characters, click on the reoptimize option in the optimze menu at least TWICE.  THIS IS NOT A PROBLEM FOR VERSIONS DOWNLOADED FROM CLADISTICS.COM AFTER OCTOBER 1, 1999.





WARNINGS, ADVICE ABOUT TREES:





Confusion still persists about the way in which NONA stores trees.  By default, when using NONA, if you save trees with the “sv” command, trees are saved as fully dichotomous - even if some branches are only ambiguously supported (i.e., the minimum length under some optimization is 0 steps).  Winclada simple reads a tree file - and if the trees are dichotomous, it displays them as such.  Thus, “unsupported” branches may be displayed.  However, under the default optimization (unambiguous changes only) if characters are mapped there will be no character changes at those nodes.





To display ONLY branches that have a minimum length > 0, set the “VIEW” to collapse unsupported branches.  Note that in version 0.9, this may not display correctly with jetson (curved) trees.  I suggest using clados, jetclad, or gothic trees if the option is set.





Note, that under FAST or SLOW optimization, branches that have a minimum length 0 may still have length under that particular optimization, and will be shown as such.





Trees may be also saved as already collapsed by NONA by saving with the ksv command instead of sv command.  Such trees will be saved with “hard” polytomies wherever a branch has a minimum length of 0.  This alleviates the problem of collapsing branches, but note that it will not be possible to recover those nodes within Winclada (unless you manually reinstate them with the mouse).  Also, tree lengths may be greater than if the branches are left uncollapsed, under certain conditions when two separate minimum length branches are collapsed that “conflict” in terms of character optimizations.  Thus, these trees may be reported as having more steps than thought when read into Winclada or back into NONA.





PRINTING TREES:





Versions prior to 0.9 DID NOT SCALE TREES TO THE PRINTER.  ON THOSE VERSIONS, YOU MUST USE THE Z KEY TO INCREASE THE TREE SIZE AS DESIRED.





The current version (0.9 BETA) automatically scales the trees according to the currently selected printer.  This is not exact, however, although it should provide very close results which can be adjusted easily.





The current version will only print single pages and all parts of the tree that do not fit on the page will not be printed.  All printing starts at the top of the current view window and fills the page downward.  Multiple pages may be printed by changing the view with the pagedown and arrow keys.  However, you will need to physically splice these together - if printed at the same scale this should be feasible.  A multipage and automated snip print is under development for the official version 1.





Select options desired (e.g., map characters with or without numbers, style of tree).


Set print preview.  The page outline will be mapped as a rectangle on the screen.


Adjust the tree size to fit rectangle.  To maintain the most readable trees with the largest type, it is usually preferred to use the F keys to change the proportions of the tree instead of just zooming down, which will reduce the font size proportionally.  Alternatively, you may zoom down first, then increase the font size directly through the font menu - but remember, when scaled down, you must use proportionally larger fonts - the values are logical values, not exact values, so that the final size is determined by the scaling factor.


Print tree.





A more complete print preview is under development.  Temporarily, I hope the embryonic version here will make things easier and waste less paper.  Note that PAGE-UP and PAGE-DOWN keys work differently in print preview - they do not track horizontally.  Thus, for a multipage document, subsequent pages will be vertically aligned if paged down in print preview mode (but still each one must be printed separately), but may shift laterally if paged down in normal mode.  Either way may be useful, so set accordingly.





In version 0.9.1 (and above) the print preview is scaled to 50% of “normal” size so that the entire page may be viewed by zooming the page view without changing the size of the printed tree nor its position on the page.  If the full page is still not visible in the window, the view may be further adjusted by zooming in or out with x and SHIFT-X keys in a manner similar to the way that z and SHIFT-Z zoom.





Note that most if not all functions are available in print preview mode.  However, unsaved trees may revert to pectinate trees if printed before they are saved to RAM.  This may change in a future version.





HIDING NODES AND VIEWING AND PRINTING SUBTREES





Version 0.9.1 (and above) has two new functions that allow easier viewing and printing of large trees.  With these functions you can display only subtrees, or hide clades, substituting (for now) the node number.  In combination, using the print preview, you should be able to print any tree on multiple pages by first hiding nodes that do not fit on the page, and then printing them separately using the subtree function.





SUBTREE MODE:  Subtree mode is selected through the UN EQUIS/ MOUSE MODE menu.  When selected, if you click twice on a node with the left button, that node will become the root and only that clade will be displayed (and printed).  To undo this, simply click with the right button on the new root node, and the tree will be restored to full size (note that in the current version you may need to hit CTL_HOME to see the tree or subtree).





HIDE NODE MODE: Again, selected through UN EQUIS/MOUSE MODE menu.  Clicking twice on a node hides everything above it and labels it with its node number.  No adjustments are made to the tree, so hiding large groups may give an uneven look to the branch pattern (they leave a big hole).  An option to close this hole will be provided in a later version.  To “unhide” a node, simply click on it with the right button.








